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1. Mutation Bias is the Driving Force of Codon Usage in the Gallus gallus
genome

2. Impact of GC content on gene expression pattern in chicken

3. Selection for the compactness of highly expressed genes in Gallus gallus

4. The influence of recombination on SNP diversity in chickens

5. A mutation in PHKGI causes high drip loss and low meat quality in Chinese

Ningdu yellow chickens
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